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The prevalence survey of Bartonella spp. infected cat roamed in Satun and Songkla

province. by using Polymerase Chain Reaction (PCR) technique
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Abstract

Bartonellosis is the important rickettsia disease which caused by Bartonella spp. and widely distributed
around the world. The important clinical sign in cat is anemia and some Bartonella spp can caused of zoonotic
disease. The objective of this study is to evaluate the prevalence of barotnellosis infection in cats roamed in 8
districts of Songkla and Satun province by using PCR technique to detect Bartonella rpo B gene. In addition, the
animal data have been recorded; location, age, sex, living pattern and the ectoparasite detection, and used to
analyzed the statistical correlation as the risk factor for disease distribution. The result showed 8 samples (3.9%)
from total 204 cat’s blood samples were detected the specific gene of the pathogen while the highest

prevalence was found in Satun province at 4.54% (4/88). However, the statistical analysis indicated the no
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significant (p>0.05) correlation of each factor as the risk factor for disease distribution. These informations will

be benefit for the zoonotic disease preventing and controlling program in the population in study areas.

Keywords: Bartonellosis, cat, PCR technique, Satun, Songkla
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GGC = TTA = CTT - CGT = ATG 5’ 1ag 2300R 3’ — GTA — GAC — TGA — TTA - GAA — CGC - TG - 5 Tuauaunis
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i Total (§7) Positive (%)
JIndnasvan 116 4 (3.45)
gunevelvl 33 -
DUNDEALLAN 8 -
nemnlng 45 4(8.9)
gLnesnugil 30 -
Jmingna 88 4 (4.54)
9ILNDAIUNIVIAY 27 -
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Wi Total () Positive (%)
gLnelewna 25 -
DUNOVUNT 22 1(4.5)
gnenulau 14 3(21.4)

Srunulegaaan 204 8 (3.9)
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99N 0.579 1 0.68
-E9vaN 116 4(3.4)
-ana 88 4(4.5)
21 1.553 2 0.45
-gnuan (0-1 U) a8 1(2.3)
winlafinTy (1-79) 157 6 (4.0)
-uA@INAT 79) 9 1(11.1)
LA 1.893 1 0.16
- 80 5(6.3)
-y 124 3(2.4)
3ULL‘UUﬂ’]§L§8\1 1.641 2 0.44
- UsnUIU 98 4 (4.1)
-Tutu 60 1(1.7)
 edeaiuy a6 3(6.5)
n1shnUsdnntauan 3.390 1 0.06
WU 16 2(12.5)
alwu 188 6(3.2)
Srununaun 204 8 (3.9)
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